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Research Progress of CircRNA and Its Application Prospect in Forensic Medicine
TU Chun-yan, JIN Kai-di, SHAO Cheng—chen, LIU Bao-nian, ZHANG Ya—qi, XIE Jian—hui, SHEN Yi-
wen

(Department of Forensic Medicine, School of Basic Medical Sciences, Fudan University, Shanghai 200032,
China)

Abstract: Circular RNA (circRNA) is a type of noncoding RNA with tissue specificity and high stabil-
ity, which forms a closed continuous loop and is abundantly expressed in tissue cells. According to re-
cent research, the regulatory function of circRNA elucidating in the occurrence and development of dis-
ease shows a potential for diagnosing clinical disease and revealing disease mechanism. This paper re-
views the biological characteristics, analysis methods of circRNA and its research progress in clinical ap-

plication as biomarker, and outlooks its application in the field of forensic medicine.
Keywords: forensic genetics; circRNA; review; genetic markers; biological markers
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