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Abstract: Objective To analyse the efficiency of EX16+10Y kit on the forensic detection of the Uygur
in Xinjiang province. Methods The blood samples were extracted from 4 620 male individuals of Uygur
in Xinjiang province, and amplified by EX16+10Y kit. The typing of amplification products was per-
formed by 3130x/ genetic analyzer. Results The genotyping graphs of 15 autosomal STR loci and 10
Y —chromosomal STR loci from 4 620 male individuals of Uygur in Xinjiang province were acquired
completely. The genotype distribution of 15 autosomal STR loci was consistent with Hardy-Weinberg
equilibrium. The heterozygosity, polymorphism information content and discrimination power of STR loci
were 0.637-0.838, 0.580-0.860 and 0.811-0.978, respectively. There were 766 haplotypes in 10 Y —chro-
mosomal STR loci. Conclusion The test results of EX16+10Y kit is accurate and trustworthy, which can
simultaneously be used for the individual identification and the screening of paternal pedigree in practical
work.
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tionality

HAT, 75 RYIAIE DNA A ARG 38 32 2R T H
Jetafh STR 7RG &, A R A E 2R Y e
A STR 3 RGR &, A LEEI0 T, IMARBIRIAC &
LRI RN BEA T, A figp e P 8 23 i S8y

E£WAB . L& F AR 87 B (13]JG0500200)
EHERN M 1962—), B WL, @l £ E R EF, 2 NFE
% E DNA £-Hr4 R 69 5 A F2 Bt 5 ; E-mail : zhonghi2003@qq.com
BIEEE. ARS, 5, HE TR EF, T2 AFEE DNA
M A ARG B A Ao 5 ; E-mail : hgzhou803@hotmail.com

R NFIY T TR LA S T R ARG 56 R e 25
MER AR R EX16+10Y 37 &%F 4 620 173 5T
SR A T K R 5 PR A AR M R [ SRS 15 A e fA
STR FEH AT 10 A~ Y e fk STR (Y-STR) 3 A 3,
TEAE EX16+10Y 328075 & RS RE

1R i

1.1 BA
PRAFAE FTA K EAY 5 P MIREEAR 4 620 4y, BEAS



20184F 4 H 344 oM

R FEAILR AR B S A B R AR N OE R AN A BTk
HYEEE B AERE,
1.2 FERFI RS

EX16+10Y 7 & (T8 hFESE AW HE A A IR
W] o 3130x FEFH 53 HTAY 9700 2 PCR X (3EE AB
5d]),DB-100A F3FTFLAL (AL mt iR A H R &
AR,
1.3 FHi&
1.3.1 #RfEL

KM DB-100A F-ahiTALAGHEE S 1.2mm FTA
MAERIEACHA 96 FLAR , ELHR H EX16+10Y 25
& PEFT PCR P4 [RIINF L 9948A Sy FH X AR | L2585
TR R X B
1.3.2 PCR 4" %
1.3.2.1 STR 3K EE1F B

EX16+10Y 12 71 & 5 G €8 44 I R s 0 4
D3S1358 D13S317 D758820 .D165539 D19S433 TPOX .
THOI D2S1338 CSFIPO yWA D5S818 FGA D8S1179,
D21S11.D18S51;Y Y& o {4 Jk A )& 41 $§ . DY S390,
DYS391 DYS392 DYS393 DY S438 DYS456 DY S458.
DYS635 DYS385a/b .
1.3.2.2 PCR ¥ 14 4:1F

SR ARFR 25 pL, A4S . VIR A 10 ul, 51
YHRAY) 5 wL, BI3 8 Tag B 1 pL(5U),1.2 mm JE
Ph, BT K9 pL, Ho R Y Mg Uk B
0.9 mg/L, dNTP & ¥ & 0.28 mmol/L , BSA £ ¥ i
0.9 mg/L, Tris—HC] 10 mmol/L,KCI 50 mmol/L, P4 H!
FAEHE 10 mmol/L, NaN; 0.008% .

PCR [ W #2 % :95 °C 2 min;94 °C 30 s,55 C
1 min,72°C 1 min, f5H 33 ¥K;70°C 1h;4 CHF2L,
1.3.3 &k

PCR /=¥ FH 3130xl & K 73 BT A 2E AT B 4048 H
UK, GeneMapper® 1D v3.2 #R{FHEA T RER B 0, 2
Oy RIEEIIE(E T 100RFU B il ARG SR /BT BR
1.4 Fit= 48

% H PowerMarker V3.25!'M2 & YL {4 /& STR 3
PRl 8 WL ¢ % 45 BE (Ho) , 2 85 B & 1 (PIC) , R
Powerstate #4518 MXT/E{%'J$(DP) \@Hﬂ%$(1}m) N
SIRARARASCHEBR 28 (PE., ) o X 45 J5 PR 8 55 o BRI R4 7
Hardy—Weinberg 5347,
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Y-STR PR 88 45 v Jk PRI %R FH B 4Tk,
R ZHME(CD)IHEAR S .

GD=n(1-3P?)/(n-1), (1)

K n AFEASL, PO AR,

2 4 R

2.1 I5SANEREBIEKSTR EEESBLER
4620 {53 MFEA TS AT o3 B W (R T
100 RFU , i R R 30 BRSO 5L R i 40 5 Ladder
AR S PR R B S 4000 25/ T +0.5 bp, FHPEZ R
Yy 9948 (1) RILE SLER Y dr , B S IRY) To 5
PRI
15 A8 Jefa i STR 56 PR A 1) 35k DR R 2 A5 75 &
Hardy-Weinberg “F-4 (P>0.05) ,Ho 4 0.637~0.838, PIC
7 0.580~0.860, DP 2} 0.811~0.978 , ELFAM AR i %
470.999999 999999999 99, = Bk {A& BRI AC HER K
(CPE)ik 0.999998 084, il L L T % E TR B, 15 AV
YuffA STR R RE IR BHE #2503 1,
1 I5NELEE STR BERENEFIEEFZSE
(n=4620)
AR R Ho PIC DP PE, Pm
DI3S317 0792 0790 0.945 0.609 0.075

DI16S539  0.781 0.770 0926 0.562 0.078
DI8S51 0.838 0.860 0.968 0.691 0.045

D195433 0.814 0.790 0954 0.638 0.058
CSFIPO 0.734 0790 0.892 0472 0.129
D21S11 0.811 0.810 0953 0.642 0.062
D251338  0.824 0.860 0978 0.731 0.038
D3S1358  0.715 0.690 0.868 0472 0.132
D55818 0.783 0.745 0923 0.536 0.094
D75820 0.786 0.758 0.924 0.557 0.088
D8S1179  0.817 0.830 0.958 0.671 0.054
FGA 0.807 0.850 0971 0.712 0.039

THOI 0.720 0.659 0.868 0.385 0.145
TPOX 0.637 0580 0.811 0.328  0.203
vWA 0.768 0.790 0.935 0.597 0.071
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10 > Y-STR H:H BEAE 4 620 0y B i 45 R ik 5
PEMATIER S 766 FREALERL, BA 8 4~ 9 4~ 10 1
A [EBAAE TR B 43 R 20,102 N, DYS391 1) GD {8
B (0.4537),DYS385a/b HIGD {H R (0.9232), Y-
STR & PR 1) 45 A7 25 PRI 43 A1 i GD (L IR 2~3
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2 HBETREANE 101 Y-STR BEEMZMEEHE (n=4620)
DYS390 DYS392 DYS393 DY S456 DYS385a/b
S AR I F FlAR L A A H F FIAR e FAR L

10 0.0012 7 0.0108 10 0.0017 12 0.0219 8 0.0005
18 0.0003 9 0.0002 11 0.0067 13 0.0174 9 0.0027
19 0.0033 10 0.0305 12 0.4624 14 0.1382 10 0.0108
20 0.0017 11 0.2455 13 0.3316 15 0.5734 11 0.1296
21 0.0134 12 0.1228 14 0.1475 16 0.1955 12 0.1927
22 0.0576 13 0.2709 15 0.0411 17 0.0694 13 0.1847
23 0.3972 14 0.2618 16 0.0007 18 0.0127 14 0.0992
24 0.3016 15 0.0351 DY S635 19 0.0013 15 0.0482
25 0.1825 16 0.0075 | FAikH VS DYS458 16 0.0684
26 0.0278 17 0.0057 10 0.0003 | AR IR F 17 0.0662
27 0.0036 DY S438 11 0.0019 14 0.0235 18 0.0706
28 0.0004 | 45k R VS 12 0.0039 15 0.1672 19 0.0672
DYS391 8 0.0029 13 0.0025 16 0.1988 20 0.0431
Fk R VS 9 0.0439 14 0.0014 17 0.2493 21 0.0162
6 0.004 8 10 0.6307 15 0.001 1 18 0.1986 22 0.006 4
7 0.0045 11 02721 16 0.001 1 18 0.0027 23 0.0028
8 0.0019 12 0.0421 18 0.0017 19 0.0938 24 0.0019
9 0.0473 13 0.0072 19 0.094 4 20 0.0479 25 0.0021
10 0.7209 14 0.0011 20 0.2083 21 0.0259 26 0.0019

11 0.2208 15 0.0025 21 0.3101 22 0.0143

12 0.0066 16 0.0011 22 0.1668 23 0.0042

13 0.0023 17 0.0012 23 0.1411 24 0.001 8

15 0.0011 24 0.0561 25 0.0003

16 0.0003 25 0.0149
26 0.0028

K3 FEHF/RENEE 10 Y-STR EEER GD E

(n=4620)
AR E GD A H GD
DYS390 0.7254 DYS456 0.6157
DYS391 0.4537 DYS458 0.8351
DYS392 0.7547 DYS635 0.8128
DYS393 0.638 8 DYS3854/b  0.9232
DYS438 0.528 1
39 ®
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DNA U5 DNA &= A %5 B E 152 A utor s
WHH-8 Hi, ZE5 VN MRS 5 5T
TR AR IR REER LRI DNA |, 58 4 0] DL e 5
PREMFITREL,

25 LT, R AR 6 6 IR A9 )5 2 DNA K5 56
B IEEA , Chelex—100 BEANIE A AL HiiR 96 /5 1
IR DNA A5, B e 56 5 g A B R R I Rk
SR Iy AT A AR TR S J5 IR Y STR 3
DRI Aoy 40, AR B SE PRZEM T2 . AL LEXF
T I IR  R6 BRH S R) S 0 (o7 RIVAS: 360 2 3 T
1h) XTI DNA K56 15200 | Jo S8 78 A 52 11 3
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