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Application of Trace Biological Evidence Collection Kit in DNA Examination of

Trace Bloodstain Samples from the Scene

BA Hua—jie, JIN Ming, SHI Jin-wei, ZHU Ai—hua, MA Jun

Institute of Forensic Science of Changzhou Municipal Security Bureau, Changzhou 213003, Jiangsu Province,
China

Abstract: Objective To evaluate the effects of DNA examination of trace bloodstain samples from the
scene collected with Trace Biological Evidence Collection kit. Methods Venous blood was made into
bloodstains on the ground. The trace bloodstain samples were collected with Trace Biological Evidence
Collection kit and common methods, respectively. DNA examination of trace bloodstain samples (50 from
each group) was conducted on the constant temperature shaker for 2, 24, 48, 72, and 96 h, respectively,
and the examination results of every group were compared. Results When the trace bloodstain samples
were placed on the constant temperature shaker for 24, 48, 72, and 96 h, the DNA detection rates in
the group which used Trace Biological Evidence Collection kit (100.00%, 100.00%, 100.00%, 96.00% )
were significantly higher than those in the group using common methods (62.00%, 26.00%, 10.00%,
0), the differences had statistical significance (P<0.05). When the trace bloodstain samples were placed
on the constant temperature shaker for 2 h, the differences of DNA detection rates between the two
groups had no statistical significance (P>0.05). Conclusion The Trace Biological Evidence Collection
kit can effectively improve DNA detection rate and extend detection time limit for trace bloodstain
samples from the scene that have been stored for a relatively long time.
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Fig. 1 STR typing map of bloodstain samples on constant temperature shaker for 2h
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Tab. 1 Comparison of DNA detection rate after trace
bloodstain samples from the scene collected at

different time by Trace Biological Evidence
Collection kit method and common method
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